
−11.77

−2.17

7.43

17.02
NABA_MATRISOME_ASSOCIATED

G
S

Z
mBL
intermediate
non−mBL

BMP7BMP7HBEGFHBEGFMMP12ST14ST14SERPINI1BMP3NTF3BMP7TNFSF8LMAN1LMAN1HCFC1TNFSF9LOXL2LOXL2PLXNA1MMP14MMP14HTRA1LOXL1MMP9PLAUPLAUSEMA4APDGFDPARM1GDF7ADAM8IL10IL7SERPINB8IL16CCL17ITIH3LTACXCL14CCL21TNFSF11PIK3IP1CCL19LGALS2ITIH5CSTAADAMDEC1IL18SDC4CTSHXCL2XCL2CTSWCST7IFNGSFRP4SFRP4PLXNC1PLXNC1ADAM8TGM2TGM2TNFSF4PLXNA3CX3CL1CX3CL1IL12BPLXNA2VEGFAVEGFAS100A1BMP6SEMA3FMMP20S100A4ANXA4ANXA4SERPINB6SERPINB1CSF1TNFSF13TNFSF13TNFSF13TNFSF13LGALS9CLEC7ASERPING1IL15FASLGCLEC4ACLEC4ALGALS8LGALS8LGALS8LGALS8FCN1CCL2TIMP2CCL8CCL13SDC3CD209CXCL12CHRDL1SERPINE2FGF13FRZBFRZBSERPINA3CXCL6PRSS2MUC1ANXA6SEMA4DGPC4PLXNB2ANGPTL4MMP14ADAMTS2CST4CST2WNT2PLXND1S100A6CRHBPPGFCLEC2DMUC16IGF2MMP11CCL11GDF11WNT3FGF9HPXCOLEC11HPSEFSTCTSZF12WNT11IL12AIL1AIGF1IGF1IGF1SDC2SDC2COLEC12SEMA3CADAM12ADAM12PDGFCMMP19PLATADAMTS5ANGPTL2ANGPTL2P3H2WNT5BMMP7MMP1SERPINE1SERPINE1TIMP3TIMP3TIMP3TIMP3P4HA2SULF1SULF1SULF1MMP2CTSKINHBAEGFL6SERPINH1PLOD2PLOD2LOXLOXCXCL8CXCL5CXCL5CXCL1CXCL2IL6ADAMTS1IL1BIL1BMMP3CCL20CXCL3CXCL8WNT5AWNT5ASDC1SDC1GREM1GREM1IL1RNIL1RNIL1RNSLPIS100PS100A14S100A2SERPINB2S100A7AS100A8S100A9F13A1SERPINA1SERPINA1C1QBC1QACXCL11CXCL9CXCL10SFTPBSFTPBADAM28ADAM28CCL22CXCL13EBI3

−2.7 3.1∆ e



−6

−4

−2

0

2

4

6

NABA_MATRISOME_ASSOCIATED
G

S
Z

on
−
off

# features = 806

1

42



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

NABA_MATRISOME_ASSOCIATED
G

S
Z


